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amplification nor to gross gene
rearrangements or translocations. However,
the response of the myc gene to growth
factor stimilation is present apparently
equally in both mortal (young and senescent)
and immortal cells; a difference is seen in
an increased survival of high c-myc mRNA
levels after growth stimulation in
established cell lines.
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Alpha foetoprotein (AFO) purification
is complicated by the problem that in most
separation techniques the protein is
contaminated with albumin, wunless an
immunoaffinity step is used. Also, the
variability of the starting material affects
the reproducibility of standardization of
AFP in clinical assays. We investigated the
possibility of obtaining considerable
amounts of AFP from a constant and unlimited
source. Human liver hepatama cell line Hep
G2 has been found to be a good source of
human AFP, Various conditions have been
assessed to obtain the highest yield of AFP
with the minimm amount of protein
contaminants and especially of albumin. By
adapting these cells to grow in a serum free
media we were able to avold albumin, and
separate AFP from foetal calf serum, This
enhanced AFP secretion up to 25 to 35 ug/ml,
in a total of 75 to 100 ug/ml protein. This
enriched material allowed the development of
a purification procedure using
non~denaturing preparative PAGE. At least
98% pure ATP is obtained, as assessed by
densitometric analysis, with no albumin
detectable on Western blotting.
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Jukka Tenlwmen, Kemmeth Lundstrim, Marjut
Ranki, Kari Alitalo(1) and Hans S&derlund

Orion Genetic Engineering ILaboratory,
Valimotie 7, 00380 Helsinki, Finland; and
(1)Department of Virology, University of
Helsinki, Helsinki, Finland

The aggressiveness of some tumours
correlates to the degree of genomic
amplification of certain oncogenes.
Detection and quantitation of specific
oncogene amplifications can therefore be of
clinical importance. In our laboratory we
have developed the sandwich hybridization

method (Ranki et al, Gene, 21: 77-85,
1983) for rapid detection of nucleic acids
fram crude specimens.

The method uses two non-overlapping DNA
fragments as reagents. One is attached to a
solid phase functioning as the capture probe
and the other is the labelled probe. If the
specimen contains sequences complementary to
both probes it will mediate labelling of the
solid carrier. Because the specimen is kept
in solution it can be analysed in crude form
without background problems. Sandwich
hybridization has been applied to detection
of a vwvariety of viruses (Virtanen et
al, J, Clin. Micrcbiol. 20: 1083-1088,
1984) and bacteria (Palva et al, FEMS
Microbiol. lett. 23: 83-89, 1984).

We have constructed vreagents for
measuring the mumber of N-myc genes in a
human neuroblastoma cell 1line, The cell
mmber in the assay was measured by a probe
pair derived from the «-2(I) collagen gene
present as single copy in haploid gename.
The degree of N-myc gene amplification was
calculated as number of N-myc genes per
collagen gene. Quantification was done from
a single undivided specimen by introducing
the reagents for oncogene and the standard
measurement into one assay, The method has
also been applied to quantification of
oncogene mMRNA in the tumour cells.

ROLE OF CANCER REGISTRY 1IN CANCER
EPIDEMICLOGY
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One of the main functions of a cancer
registry is to produce cancer incidence
statistics by sex, site, age, subregion
occupation, etc. This data base can be used
in the identification of priorities (e.g.
leading cancer sites), and in different
kinds of descriptive and comparative studies
including cancer trends and predictions,
correlations, cal analyses, etc.
The cancer registry files contain data on
individual cancer patients. This data set
serves as a useful source of information in
prospective follow-up studies (cbserved and
expected numbers of cases), in case-control
studies, in the evaluation of various
preventive measures in the society (e.g.
mass screenings), and as a starting point
for clinical and clinico-pathological
studies. If patients are followed-up for
death, survival analyses can be conducted
using country-wide unbiased patient series.
Finally, the members of a cancer registry
staff are often able to participate in
health education in various ways.



